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Table S1. Primer information of 14 SNPs in 8 GWAS-linked genes
Gene SNP ID Primer (5’-3’) a
BIN1 rs744373 F: AAATTAGGCCTCGCTGGT

R: AAGTCCTGGTCTGAAAGCC
E: g(atcg)13CACCAGGGACAGGCAGGTCTGAGGC

rs1060743 F: TGGTGGACTACGACAGTGC
R: TCCAGCCCTTACCTTGGC
E: g(atcg)8GGCACCACTACGAGTCCCTTCAAAC

CLU rs11136000 F: TTTCTATTGCAACCATGCCT
R: ATTCTTACAGAATTATTGGGTCAAGT
E: atcgACCAAAGCCACACCAGCTATCAAAA

rs9331942 F: AAAGTTAAGGAGAAGAATCAGTAAGTGTA
R: ATAATTTGGACTTCTGGGCAC
E: cg(atcg)4GTGTACTTGGTATTATAATGCATAA

ABCA7 rs3764650 F: CTCTGTTGGGAACCTTCCT
R: AGAGTCCCCTGCTCCTCC
E: (atcg)7CGGTCCAGGCTGCGAACTTTGCACC

rs3752237 F: AATCCAGGAGCTGCACCC
R: AGAACAGGAAGACCACGC
E: CG(atcg)9GCTCCCGTTGCCTCTCACAGCTGGG

PICALM rs3851179 F: AATACTATTACCCGCTTCATAGGG
R: AGTGTCAGCAGTCAACACACC
E: (atcg)12GCAAACAATACACACTTCAGTAAAT

rs11234495 F: ATTGGCAAAATCAACCTCTTAA
R: ATTAGATTCAGTTCCATCTTTCTACAA
E: cg(atcg)11AGAAAAATGGATTGTACTCCCTTTG

rs592297 F: AAAACTTGAGGTTAAAAATTCTCATG
R: AACACAGAAAAACTCCTAAAAACTGT
E: cg(atcg)9CATTAAAATCAAGAAGTGCATCCAT

rs676733 F: TATGTGCCAACCTTATAAAAAGTATAAA
R: TCATGATGAAACAAAATCTTAGAATG
E: cg(atcg)7TACTGTGTAATATAAGAAATGGCAA

MS4A6A rs610932 F: TTCCCAGAAACATTTCCCA
R: AAAGTTGTGTCCTTTGCTTCAC
E: g(atcg)3AAATGTTTCCCAGAAAACTAGACAG

CD33 rs3865444 F: AACTGTTTACACCAGGGCTG
R: TCACACGGACCCTATAGAATC
E: (atcg)2GAGTCGCAGCCTCACCTAGATCCAT

MS4A4E rs670139 F: CAAGTGAAGGATCAGACCCTAG
R: ATTGAAGGATTTTGCCCAG
E: TTTGCATCTCCAAGTCAAAGTTTAC

CD2AP rs9349407 F: AGTAAGCTAAGGTTAATTTTGAAAG
R: GAGTCAGTGAGTGGTGAGCAAAT
E: tcg(atcg)10AAAATCTATAGTAGTGTATACTAAT

APOE APOE-112-158 F: ACAAATCGGAACTGGAGGAA
R: GGCCAGGGAGCCCACAGT
E-112: act(gact)3GCTGGGCGCGGACATGGAGGACGTG
E-158: t(gact)5CCGCGATGCCGATGACCTGCAGAAG

a In the “(gact)n”, n means repeats of “gact”. F: forward primer; R: reverse primer; E: extension 
primer.



Table S2. Information of the reported Asian populations included in the 
meta-analysis
SNP.ID Population Ethnicity No. of

cases
No. of
controls Reference a

rs3851179 Chinese East Asian 474 591 Li et al. [1]
Chinese East Asian 266 343 Yu et al. [2]
Chinese East Asian 457 341 Chen et al. [3]
Japanese East Asian 825 2934 Ohara et al. [4]

rs3764650 Taiwan East Asian 534 307 Liao et al. [5]
Chinese East Asian 416 463 Yang et al. [6]
Chinese East Asian 350 283 Liu et al. [7]
Chinese East Asian 612 612 Tan et al. [8]
Korean East Asian 290 554 Chung et al. [9]

rs11136000 Chinese East Asian 926 1030 Lu et al. [10]
Chinese East Asian 324 388 Yu et al. [11]
Chinese East Asian 127 143 Ma et al. [12]
Chinese East Asian 451 338 Chen et al. [3]
Chinese East Asian 268 389 Lin et al. [13]
Korean East Asian 290 554 Chung et al. [9]
Japanese East Asian 824 2933 Ohara et al. [4]

rs744373 Chinese East Asian 612 612 Tan et al. [8]
Japanese East Asian 825 2933 Ohara et al. [4]

rs610932 Chinese East Asian 612 612 Tan et al. [8]
Chinese East Asian 190 193 Deng et al. [14]

rs3865444 Chinese East Asian 612 612 Tan et al. [8]
Chinese East Asian 190 193 Deng et al. [14]
Korean East Asian 290 554 Chung et al. [9]

rs9331942 Chinese East Asian 268 389 Lin et al. [13]
Chinese East Asian 796 794 Yu et al. [15]
Korean East Asian 290 554 Chung et al. [9]

a We searched PubMed (http://www.ncbi.nlm.nih.gov/pubmed/) with key words to retrieve the 
reported studies in Asian populations. Taken SNP rs3851179 as an example, we searched PubMed 
with “PICALM” and “Alzheimer’s disease”, and identified three studies in Chinese populations
and one study in a Japanese population met our criteria. A total of 2770 LO-AD patients and 4969 
healthy controls from these reported populations and the two cohorts analyzed in this study were 
included in the meta-analysis.



Table S3. Genotypes of 14 SNPs in 8 GWAS-linked genes in Han Chinese with 
and without Alzheimer’s disease

SNP ID Populations Allele Number of samples Genotype Number of samples HWE P-value
(Case/Control)Case Control Case Control

rs1060743 Southwest China C/T 303/361 310/358 CC/CT/TT 67/169/96 75/160/99 0.660/0.510
East China 370/462 352/500 83/204/129 66/220/140 0.921/0.195
Combined 673/823 662/858 150/373/225 141/380/239 0.883/0.659

rs744373 Southwest China C/T 244/422 241/427 CC/CT/TT 52/140/141 48/145/141 0.098/0.287
East China 315/515 279/573 52/211/152 46/187/193 0.119/1.000
Combined 559/937 520/1000 104/351/293 94/332/334 1.000/0.421

rs11136000 Southwest China T/C 143/521 131/537 TT/CT/CC 22/99/211 13/105/216 0.035/1.000
East China 175/657 158/694 21/133/262 16/126/284 0.460/0.632
Combined 318/1178 289/1231 43/232/473 29/231/500 0.049/0.724

rs9331942 Southwest China C/T 198/468 207/461 CC/CT/TT 35/128/170 30/147/157 0.150/0.701
East China 270/562 303/549 52/166/198 45/213/168 0.073/0.072
Combined 468/1030 510/1010 87/294/368 75/360/325 0.021/0.103

rs3851179 Southwest China A/G 251/415 282/386 AA/AG/GG 54/143/136 46/190/98 0.129/0.003
East China 308/522 328/524 55/198/162 57/214/155 0.752/0.222
Combined 559/937 610/910 109/341/298 103/404/253 0.482/0.004

rs11234495 Southwest China C/T 300/362 346/320 CC/CT/TT 73/154/104 84/178/71 0.269/0.228
East China 408/418 424/424 109/190/114 100/224/100 0.115/0.285
Combined 718/770 770/744 187/344/213 184/402/171 0.047/0.095

rs592297 Southwest China C/T 197/465 231/435 CC/CT/TT 34/129/168 35/161/137 0.236/0.276
East China 246/580 281/567 33/180/200 38/205/181 0.480/0.079
Combined 443/1045 512/1002 67/309/368 73/366/318 0.861/0.035

rs676733 Southwest China C/T 233/427 273/391 CC/CT/TT 49/135/146 44/185/103 0.070/0.007
East China 315/507 318/530 58/199/154 55/208/161 0.677/0.407
Combined 548/934 591/921 107/334/300 99/393/264 0.386/0.014

rs610932 Southwest China A/C 248/416 252/416 AA/AC/CC 49/150/133 43/166/125 0.558/0.351
East China 306/526 311/541 45/216/155 47/217/162 0.020/0.047
Combined 554/942 563/957 94/366/288 90/383/287 0.210/0.029

rs3865444 Southwest China T/G 133/533 126/542 TT/GT/GG 16/101/216 13/100/221 0.390/0.720
East China 173/659 171/679 18/137/261 18/135/272 1.000/0.764
Combined 306/1192 297/1221 34/238/477 31/235/493 0.574/0.645

rs670139 Southwest China A/C 292/374 282/384 AA/AC/CC 71/150/112 57/168/108 0.120/0.576
East China 326/504 357/495 73/180/162 66/225/135 0.065/0.091
Combined 618/878 639/879 144/330/274 123/393/243 0.016/0.101

rs9349407 Southwest China C/G 97/569 81/587 CC/CG/GG 6/85/242 6/69/259 0.826/0.604
East China 112/718 93/759 9/94/312 3/87/336 0.528/0.453
Combined 209/1287 174/1346 15/179/554 9/156/595 0.879/0.859

rs3764650 Southwest China G/T 220/442 207/459 GG/GT/TT 37/146/148 33/141/159 0.902/0.800
rs3752237 Southwest China A/G 122/542 121/545 AA/AG/GG 14/94/224 10/101/222 0.358/0.854
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